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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/10/090,624 

Input Set : N:\Crf3\RULE60\10090624.raw 
Output Set: N:\CRF3\03192002\J090624.raw 

1 <110> APPLICANT: TAKAKURA, Hikaru 

2 MORISHITA, Mio 

3 SHIMOJO, Tomoko 

4 ASADA, Kiyozo 

5 KATO, Ikunoshin 

6 <120> TITLE OF INVENTION: SYSTEM FOR EXPRESSING HYPERTHERMOSTABLE" 

7 <130> FILE REFERENCE: TAKAKURA=6 

8 <140> CURRENT APPLICATION NUMBER: 10/090,624 

9 <141> CURRENT PILING DATE: 2002-03-06 

10 <150> PRIOR APPLICATION NUMBER: 09/445,472 

11 <151> PRIOR FILING DATE: 1999-12-06 

12 <150> PRIOR APPLICATION NUMBER: 151969/1997 

13 <151> PRIOR FILING DATE: 1997-06-10 

14 <160> NUMBER OF SEQ ID NOS : 33 

15 <170> SOFTWARE: Patentin version 3.0 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 412 

19 <212> TYPE: PRT 

20 <213> ORGANISM: Pyrococcus furiosus 

21 <400> SEQUENCE: 1 

22 Ala Glu Leu Glu Gly Leu Asp Glu Ser Ala Ala Gin Val Met Ala Thr 

23 1 5 10 15 

24 Tyr Val Trp Asn Leu Gly Tyr Asp Gly Ser Gly lie Thr lie Gly lie 

25 20 25 30 

26 lie Asp Thr Gly lie Asp Ala Ser His Pro Asp Leu Gin Gly Lys Val 

27 35 40 45 

28 lie Gly Trp Val Asp Phe Val Asn Gly Arg Ser Tyr Pro Tyr Asp Asp 

29 50 55 60 

30 His Gly His Gly Thr His Val Ala Ser He Ala Ala Gly Thr Gly Ala 

31 65 70 75 80 

32 Ala Ser Asn Gly Lys Tyr Lys Gly Met Ala Pro Gly Ala Lys Leu Ala 

33 85 90 95 

34 Gly He Lys Val Leu Gly Ala Asp Gly Ser Gly Ser He Ser Thr He 

35 100 105 110 

36 He Lys Gly Val Glu Trp Ala Val Asp Asn Lys Asp Lys Tyr Gly He 

37 115 120 125 

38 Lys Val He Asn Leu Ser Leu Gly Ser Ser Gin Ser Ser Asp Gly Thr 

39 130 135 140 

40 Asp Ala Leu Ser Gin Ala Val Asn Ala Ala Trp Asp Ala Gly Leu Val 

41 145 150 155 160 

42 Val Val Val Ala Ala Gly Asn Ser Gly Pro Asn Lys Tyr Thr He Gly 

43 165 170 175 

44 Ser Pro Ala Ala Ala Ser Lys Val He Thr Val Gly Ala Val Asp Lys 
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45 






180 








185 






190 






46 


Tyr Asp 


Val 


lie 


Thr 


Ser 


Phe 


Ser Ser Arg 


Gly Pro 


Thr 


Ala 


Asp 


Gly 


47 




195 










200 




205 








48 


Arg Leu 


Lys 


Pro 


Glu 


Val 


Val 


Ala Pro Gly 


Asn Trp 


He 


He 


Ala 


Ala 


49 


210 










215 




220 










50 


Arg Ala 


Ser 


Gly 


Thr 


Ser 


Met 


Gly Gin Pro 


He Asn 


Asp 


Tyr 


Tyr 


Thr 


51 


225 








230 






235 








240 


52 


Ala Ala 


Pro 


Gly 


Thr 


Ser 


Met 


Ala Thr Pro 


His Val 


Ala 


Gly 


He 


Ala 


53 








245 






250 








255 




54 


Ala Leu 


Leu 


Leu 


Gin 


Ala 


His 


Pro Ser Trp 


Thr Pro 


Asp 


Lys 


Val 


Lys 


55 






260 








265 






270 






56 


Thr Ala 


Leu 


He 


Glu 


Thr 


Ala 


Asp He Val 


Lys Pro 


Asp 


Glu 


He 


Ala 


57 




275 










280 




285 








58 


Asp lie 


Ala 


Tyr 


Gly 


Ala 


Gly 


Arg Val Asn 


Ala Tyr 


Lys 


Ala 


He 


Asn 


59 


290 










295 




300 










60 


Tyr Asp 


Asn 


Tyr 


Ala 


Lys 


Leu 


Val Phe Thr 


Gly Tyr 


Val 


Ala 


Asn 


Lys 


61 


305 








310 






315 








320 


62 


Gly Ser 


Gin 


Thr 


His 


Gin 


Phe 


Val He Ser 


Gly Ala 


Ser 


Phe 


Val 


Thr 


63 








325 






330 








335 




64 


Ala Thr 


Leu 


Tyr 


Trp 


Asp 


Asn 


Ala Asn Ser 


Asp Leu 


Asp 


Leu 


Tyr 


Leu 


65 






340 








345 






350 






66 


Tyr Asp 


Pro 


Asn 


Gly 


Asn 


Gin 


Val Asp Tyr 


Ser Tyr 


Thr 


Ala 


Tyr 


Tyr 


67 




355 










360 




365 








68 


Gly Phe 


Glu 


Lys 


Val 


Gly 


Tyr 


Tyr Asn Pro 


Thr Asp 


Gly 


Thr 


Trp 


Thr 


69 


370 










375 




380 










70 


lie Lys 


Val 


val 


Ser 


Tyr 


Ser 


Gly Ser Ala 


Asn Tyr 


Gin 


val 


Asp 


val 


71 


385 








390 






395 








400 


72 


Val Ser 


Asp 


Gly 


Ser 


Leu 


Ser 


Gin Pro Gly 


Ser Ser 










73 








405 






410 













75 <210> SEQ ID NO: 2 

76 <211> LENGTH: 1236 

77 <212> TYPE: DNA 

78 <213> ORGANISM: Artificial Sequence 

79 <220> FEATURE: 

80 <223> OTHER INFORMATION: Synthetic 

81 <400> SEQUENCE: 2 



82 gcagaattag aaggactgga tgagtctgca gctcaagtta tggcaactta cgtttggaac 60 

83 ttgggatatg atggttctgg aatcacaata ggaataattg acactggaat tgacgcttct 120 

84 catccagatc tccaaggaaa agtaattggg tgggtagatt ttgtcaatgg taggagttat 180 

85 ccatacgatg accatggaca tggaactcat gtagcttcaa tagcagctgg tactggagca 240 

86 gcaagtaatg gcaagtacaa gggaatggct ccaggagcta agctggcggg aattaaggtt 300 

87 ctaggtgccg atggttctgg aagcatatct actataatta agggagttga gtgggccgtt 360 

88 gataacaaag ataagtacgg aattaaggtc attaatcttt ctcttggttc aagccagagc' 420 

89 tcagatggta ctgacgctct aagtcaggct gttaatgcag cgtgggatgc tggattagtt 480 

90 gttgtggttg ccgctggaaa cagtggacct aacaagtata caatcggttc tccagcagct 540 

91 gcaagcaaag ttattacagt tggagccgtt gacaagtatg atgttataac aagcttctca 600 

92 agcagagggc caactgcaga cggcaggctt aagcctgagg ttgttgctcc aggaaactgg 660 

93 ataattgctg ccagagcaag tggaactagc atgggtcaac caattaatga ctattacaca 720 

94 gcagctcctg ggacatcaat ggcaactcct cacgtagctg gtattgcagc cctcttgctc 780 
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95 caagcacacc cgagctggac tccagacaaa gtaaaaacag ccctcataga aactgctgat 840 

96 atcgtaaagc cagatgaaat agccgatata gcctacggtg caggtagggt taatgcatac 900 

97 aaggctataa actacgataa ctatgcaaag ctagtgttca ctggatatgt tgccaacaaa 960 

98 ggcagccaaa ctcaccagtt cgttattagc ggagcttcgt tcgtaactgc cacattatac 1020 

99 tgggacaatg ccaatagcga ccttgatctt tacctctacg atcccaatgg aaaccaggtt 1080 

100 gactactctt acaccgccta ctatggattc gaaaaggttg gttattacaa cccaactgat 1140 

101 ggaacatgga caattaaggt tgtaagctac agcggaagtg caaactatca agtagatgtg 1200 

102 gtaagtgatg gttccctttc acagcctgga agttca 1236 



104 <210> SEQ ID NO: 3 

105 <211> LENGTH: 29 

106 <212> TYPE: PRT 

107 <213> ORGANISM: Bacillus subtilis 

108 <400> SEQUENCE: 3 



109 Met Arg Ser Lys Lys Leu Trp lie Ser Leu Leu Phe Ala Leu Thr Leu 

110 15 10 15 

111 lie Phe Thr Met Ala Phe Ser Asn Met Ser Ala Gin Ala 

112 20 25 



114 <210> SEQ ID NO: 4 

115 <211> LENGTH: 522 

116 <212> TYPE: PRT 

117 <213> ORGANISM: Pyrococcus furiosus 

118 <220> FEATURE: 

119 <221> NAME/KEY: misc_f eature 

120 <222> LOCATION: (428).. (428) 

121 <223> OTHER INFORMATION: Xaa at position 428 is Gly or Val. 

122 <400> SEQUENCE: 4 



123 


Ala 


Glu 


Leu 


Glu 


Gly 


Leu 


Asp 


Glu 


Ser 


Ala 


Ala 


Gin 


val 


Met 


Ala 


Thr 


124 


1 








5 










10 










15 




125 


Tyr 


val 


Trp 


Asn 


Leu 


Gly 


Tyr 


Asp 


Gly 


Ser 


Gly 


He 


Thr 


He 


Gly 


He 


126 








20 










25 










30 






127 


He 


Asp 


Thr 


Gly 


He 


Asp 


Ala 


Ser 


His 


Pro 


Asp 


Leu 


Gin 


Gly 


Lys 


Val 


128 






35 










40 










45 








129 


He 


Gly 


Trp 


Val 


Asp 


Phe 


Val 


Asn 


Gly 


Arg 


Ser 


Tyr 


Pro 


Tyr 


Asp 


Asp 


130 




50 










55 










60 










131 


His 


Gly 


His 


Gly 


Thr 


His 


Val 


Ala 


Ser 


He 


Ala 


Ala 


Gly 


Thr 


Gly 


Ala 


132 


65 










70 










75 










80 


133 


Ala 


Ser 


Asn 


Gly 


Lys 


Tyr 


Lys 


Gly 


Met 


Ala 


Pro 


Gly 


Ala 


Lys 


Leu 


Ala 


134 










85 










90 










95 




135 


Gly 


He 


Lys 


Val 


Leu 


Gly 


Ala 


Asp 


Gly 


Ser 


Gly 


Ser 


He 


Ser 


Thr 


He 


136 








100 










105 










110 






137 


He 


Lys 


Gly 


Val 


Glu 


Trp 


Ala 


Val 


Asp 


Asn 


Lys 


Asp 


Lys 


Tyr 


Gly 


He 


138 






115 










120 










125 








139 


Lys 


Val 


He 


Asn 


Leu 


Ser 


Leu 


Gly 


Ser 


Ser 


Gin 


Ser 


Ser 


Asp 


Gly 


Thr 


140 




130 










135 










140 










141 


Asp 


Ala 


Leu 


Ser 


Gin 


Ala 


Val 


Asn 


Ala 


Ala 


Trp 


Asp 


Ala 


Gly 


Leu 


Val 


142 


145 










150 










155 










160 


143 


Val 


Val 


val 


Ala 


Ala 


Gly 


Asn 


Ser 


Gly 


Pro 


Asn 


Lys 


Tyr 


Thr 


He 


Gly 


144 










165 










170 










175 




145 


Ser 


Pro 


Ala 


Ala 


Ala 


Ser 


Lys 


Val 


He 


Thr 


Val 


Gly 


Ala 


Val 


Asp 


Lys 
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146 






1 an 
loU 


loD lyu 


1 ii •? 
jL4 / 


xyT Asp 


Va 1 
Va J. 


Xl A T*V*v* Oat* 
XX6 OCX 


DVta Gat* Gat* T*rr xy Dt*#^ TVit* Ala &cr\ xt 

fiiG ocsr OCX Ary urxy irxo xiix Axa Aop uJ.y 


14o 




ly D 










Lys 


riO vaXU VaX 


17a 1 a 1 a Dt*/^ ^^iTr Sen TT»r^ Tlo TIa 2l1a Ala 

vax Axa trJ.Kj oxy aoii i-xp xxc xxc rvxa rixa 


IdU 








Z X 0 z ^ u 


J.D1 




Ser 


/^Ixr T^V^v Gat* 
VjXy XIIX OcX 


JXlcU VjrXy VjrXil fXU XXc; Aall As»p Xyx XyX XiiX 


152 








ZOD Z4U 


iDi 


Ala Ala 


Pro 


tiiy xnr ber 


Ma+- 3i 1 a nPViv DT*r* U^ e Val Ala fll \t TIa Ala 

nex. Ala xnr pro tixs vax AXa oxy xx6 axo. 


1d4 






0 /I 




IDD 


Ala Lieu 


Leu 


T All 1 Ala 

Lieu Vain Ala 


nis Fro ber irp xnr fro Asp Xiys vax xiys 


IDD 








Z 0 3 Z / U 


ID / 


mv, — Ala 


Leu 


T 1 o 1 11 TH-r 
Xie v:iXU llli 


Ala Aei^ TIa \7al T.T7C! "Dirr^ Aci^ f^ln TIa Ala 
AXa ASp XXe VaX X»yS fJLKj *\bp vjXU XXts Axa 


iDO 




O 7 

2 / D 




O Q n 0 Q ^ 
2oU ZoD 




A e n T 1 A 

Asp xj.e 


Ala 


TXTT* f 1 TT & 1 a 

xyr Vjxy Axa 


1 XT' A T'^nr Va 1 Acn Ala TxrT* T.xrc Ala TIa Aon 

oxy Axry vax Asii Axa xyx xiyo Axa xxc Aaii 


IbU 


2yu 






2yD oUU 




iyr Asp 


Asn 


xyr Ala Ljys 


T All 1 Dl^A TiViT* /^l T^TrT* Va 1 Ala A er» T x/o 

lieu Val irne xnr (jiy lyr vai Aia asu xiys 


loz 


Q n c: 




oiu 




lO J 


Gly Ser 


(sin 


inr nis oin 


DVia Val TIa Gat* Hlxr Ala Gat* DTia Val Tf\T* 

pne vai iie ber oiy Aia ber Fne vai xnr 


1 C >l 

1d4 






1 o ^ 
o 2 D 


O J U J J J 


lOD 


Ala TlV^ 

Ala liir 


Leu 


xyr xrp Asp 


Acn Ala Acn Cat* Act^ Taii Act^ Taii T^X7T* T.Aii 

Asn AXa Asn b6x Asp Xicu Asp Xicu xyx Xjt^U 


166 






34U 


o4D jDU 


ID / 


lyr Asp 


Pro 


Adif* f^lTF Aon 

Asn ^xy Asn 


^ 1 M ^7a 1 A eT> T'ttt* Cat* Ttzt* TVit* Ala Txtt* Txtt* 

uxn Val Asp xyr bsxr xyi xnx Axa xyxr xyxr 


"ICQ 

loo 




•a 






ICQ 


bxy Fne 


vjIU 


T Tre ITa 1 1^ 1 

Liys Val vjiy 


xyr lyr Asn Fro xnir Asp oxy xnx -Lxp xiix 


1 /U 


Q T n 






J / D JoU 


1 "71 


lie Lys 


Val 


Val ber xyr 


Gat* ^^Ixr Gat* Ala Agix Txtx^ ^ 1 m Va 1 A o^x Va 1 

ber \jxy ber Axa Asn lyr v^xii vax Aop vax 


172 


o o c 




jy u 


'iQK Ann 
jyD 4UU 


173 


Val Ser 


Asp 


Gly Ser Leu 


ber bin pro biy ber ber Fro ber Fro bin 


174 






4UD 


41U 41D 


W--> 175 


Fro Glu 


Fro 


liir VaX ASp 


AJ.a iiys inr Fne bxn Aaa oer Asp ms lyr 


176 






42U 


42D 4jU 


ITT 


lyr lyx 


Asp 


A Cad* A ovn 

Ary ber Asp 


•PVxt* DV»a fViT* Ma 4* 'PIxt* Va 1 Aerx Gat* /^Ixr Ala 

inr Fne inr net, xnr vax Asn ber oiy Aia 


178 




435 




440 445 


179 


Thr Lys 


He 


Thr Gly Asp 


Leu Val Phe Asp Thr Ser Tyr His Asp Leu 


180 


450 






455 460 


181 


Asp Leu 


Tyr 


Leu Tyr Asp 


Pro Asn Gin Lys Leu Val Asp Arg Ser Glu 


182 


465 




470 


475 480 


183 


Ser Pro 


Asn 


Ser Tyr Glu 


His Val Glu Tyr Leu Thr Pro Ala Pro Gly 


184 






485 


490 495 


185 


Thr Trp 


Tyr 


Phe Leu Val 


Tyr Ala Tyr Tyr Thr Tyr Gly Trp Ala Tyr 


186 






500 


505 510 


187 


Tyr Glu 


Leu 


Thr Ala Lys 


Val Tyr Tyr Gly 


188 




515 




520 



190 <210> SEQ ID NO: 5 

191 <211> LENGTH: 4765 

192 <212> TYPE: DNA 

193 <213> ORGANISM: Artificial Sequence 

194 <220> FEATURE: 

195 <223> OTHER INFORMATION: Synthetic 
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196 <400> SEQUENCE: 5 



197 tttaaattat aagatataat cactccgagt gatgagtaag atacatcatt acagtcccaa 60 

198 aatgtttata attggaacgc agtgaatata caaaatgaat ataacctcgg aggtgactgt 120 

199 agaatgaata agaagggact tactgtgcta tttatagcga taatgctcct ttcagtagtt 180 

200 ccagtgcact ttgtgtccgc agaaacacca ccggttagtt cagaaaattc aacaacttct 240 

201 atactcccta accaacaagt tgtgacaaaa gaagtttcac aagcggcgct taatgctata 300 

202 atgaaaggac aacccaacat ggttcttata atcaagacta aggaaggcaa acttgaagag 360 

203 gcaaaaaccg agcttgaaaa gctaggtgca gagattcttg acgaaaatag agttcttaac 420 

204 atgttgctag ttaagattaa gcctgagaaa gttaaagagc tcaactatat ctcatctctt 480 

205 gaaaaagcct ggcttaacag agaagttaag ctttcccctc caattgtcga aaaggacgtc 540 

206 aagactaagg agccctccct agaaccaaaa atgtataaca gcacctgggt aattaatgct 600 

207 ctccagttca tccaggaatt tggatatgat ggtagtggtg ttgttgttgc agtacttgac 660 

208 acgggagttg atccgaacca tcctttcttg agcataactc cagatggacg caggaaaatt 720 

209 atagaatgga aggattttac agacgaggga ttcgtggata catcattcag ctttagcaag 780 

210 gttgtaaatg ggactcttat aattaacaca acattccaag tggcctcagg tctcacgctg 840 

211 aatgaatcga caggacttat ggaatacgtt gttaagactg tttacgtgag caatgtgacc 900 

212 attggaaata tcacttctgc taatggcatc tatcacttcg gcctgctccc agaaagatac 960 

213 ttcgacttaa acttcgatgg tgatcaagag gacttctatc ctgtcttatt agttaactcc 1020 

214 actggcaatg gttatgacat tgcatatgtg gatactgacc ttgactacga cttcaccgac 1080 

215 gaagttccac ttggccagta caacgttact tatgatgttg ctgtttttag ctactactac 1140 

216 ggtcctctca actacgtgct tgcagaaata gatcctaacg gagaatatgc agtatttggg 1200 

217 tgggatggtc acggtcacgg aactcacgta gctggaactg ttgctggtta cgacagcaac 1260 

218 aatgatgctt gggattggct cagtatgtac tctggtgaat gggaagtgtt ctcaagactc 1320 

219 tatggttggg attatacgaa cgttaccaca gacaccgtgc agggtgttgc tccaggtgcc 1380 

220 caaataatgg caataagagt tcttaggagt gatggacggg gtagcatgtg ggatattata 1440 

221 gaaggtatga catacgcagc aacccatggt gcagacgtta taagcatgag tctcggtgga 1500 

222 aatgctccat acttagatgg tactgatcca gaaagcgttg ctgtggatga gcttaccgaa 1560 

223 aagtacggtg ttgtattcgt aatagctgca ggaaatgaag gtcctggcat taacatcgtt 1620 

224 ggaagtcctg gtgttgcaac aaaggcaata actgttggag ctgctgcagt gcccattaac 1680 

225 gttggagttt atgtttccca agcacttgga tatcctgatt actatggatt ctattacttc 1740 

226 cccgcctaca caaacgttag aatagcattc ttctcaagca gagggccgag aatagatggt 1800 

227 gaaataaaac ccaatgtagt ggctccaggt tacggaattt actcatccct gccgatgtgg 1860 

228 attggcggag ctgacttcat gtctggaact tcgatggcta ctccacatgt cagcggtgtc 1920 

229 gttgcactcc tcataagcgg ggcaaaggcc gagggaatat actacaatcc agatataatt 1980 

230 aagaaggttc ttgagagcgg tgcaacctgg cttgagggag atccatatac tgggcagaag 2040 

231 tacactgagc ttgaccaagg tcatggtctt gttaacgtta ccaagtcctg ggaaatcctt 2100 

232 aaggctataa acggcaccac tctcccaatt gttgatcact gggcagacaa gtcctacagc 2160 

233 gactttgcgg agtacttggg tgtggacgtt ataagaggtc tctacgcaag gaactctata 2220 

234 cctgacattg tcgagtggca cattaagtac gtaggggaca cggagtacag aacttttgag 2280 

235 atctatgcaa ctgagccatg gattaagcct tttgtcagtg gaagtgtaat tctagagaac 2340 

236 aataccgagt ttgtccttag ggtgaaatat gatgtagagg gtcttgagcc aggtctctat 2400 

237 gttggaagga taatcattga tgatccaaca acgccagtta ttgaagacga gatcttgaac 2460 

238 acaattgtta ttcccgagaa gttcactcct gagaacaatt acaccctcac ctggtatgat 2520 

239 attaatggtc cagaaatggt gactcaccac ttcttcactg tgcctgaggg agtggacgtt 2580 

240 ctctacgcga tgaccacata ctgggactac ggtctgtaca gaccagatgg aatgtttgtg 2640 

241 ttcccatacc agctagatta tcttcccgct gcagtctcaa atccaatgcc tggaaactgg 2700 

242 gagctagtat ggactggatt taactttgca cccctctatg agtcgggctt ccttgtaagg 2760 

243 atttacggag tagagataac tccaagcgtt tggtacatta acaggacata ccttgacact 2820 

244 aacactgaat tctcaattga attcaatatt actaacatct atgccccaat taatgcaact 2880 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION; US/10/090r 624 



DATE: 03/19/2002 
TIME: 14:47:21 



Input Set : N:\Crf3\RULE60\10090624.raw 
Output Set: N:\CRF3\03I92002\J090624 .raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:4; Xaa Pos. 428 

Seq#:24; N Pos . 20,21,22,23,24,25 

Seq#:25; N Pes. 22,23,24,25,26,27 

Invalid Line Length; 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:32; Line(s) 970 
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• • • • PATENT APPLICATION: US/10/090,624 TIME: 14:47:21 

Input Set : N:\Crf3\RULE60\10090624.raw 
Output Set: N:\CRF3\03192002\J090624.raw 

L:175 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:4 after pos.:416 

L:843 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:846 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:24 

L:847 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:24 after pos.:0 

L:855 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:858 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:25 

L:859 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:25 after pos.:0 

L:967 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:969 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:32 

L:971 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:32 

L:981 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:983 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:33 

L:985 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:33 
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